
Manuals 
1. 

Download OTTM_AD_20230320.zip , OTTM_LP_2023

0320.zip from OTTM Download page and unzip them into 

the same folder 

 

 

The result after decompression 

 

 

2. 

Open elasticsearch-8.4.3 folder then open bin folder , 

run elasticsearch.bat program(It may take a few minutes, 

be patient). 
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The following screen appears to indicate that startup is 

complete

 

 

3. 

Open Local OTTM folder, Put your own proteomics data 

files into this folder, formatted as txt, with the first column 

being the symbol name of the protein, see the readme 

folder in this folder for an example of the format. 



 

 



4.  

Double-click to open the exe program to run, wait for 

the end of the run and press any key to exit, the results 

are output in the output folder. 

 



 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

5.  

Open the output folder to view the results 

 

 

6.  

Generate folders with different names depending on the 

input parameter (reported number) in the config. 



 

 

7.  

Further results are divided into a list of proteins directly 

derived from user input and a list of PPI proteins obtained 

through protein interactions 

 

 

8.  

The name of each folder is the name of the 

recommended target, and the folder contains information 

about the drug corresponding to that target and the drug's 

hotness. The last three html files show the full target 

classification information and number, as well as the final 

recommended targets and corresponding drugs by the tool. 



 

 

 


